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RESULT 13 

ZMGLOSSY 

LOCCI5 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



roRNA 
Cxon 

gene 

CDS 



intrcn 



exon 
ORIGIN 



ZMGLOSSY g 343 bp 

2- mays Glossy2 locus DNA. 
X88779 

X89779.1 Gl:&49979 



DNA 



linear PLN 09-MAY-1996 



Zea mays 
Zea mays 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; Liliopsida; Poalea; Poaceae; PACCAD 
clad©; Panicoideae; Andsopogoneae; Zea. 

Tacke,E w Korfhage,C, Michel,D., fcaddaloni , M. , Motto, H, , 
Lanzinl,S., Salamini,F. and Coring, H, p. 

Transposon tagging of the maize Glossy2 locus with the transposable 
element En/Spm 

Plant J. 8 (6), 907-917 (1995) 
8580961 

2 (baBes 1 to 6343) 
Tacke, E. 

Direct Submission 

Submitted (19-JUN-1.&95; E. Tacke, Max-Planck-mstitute, Dept. 
Salamini, Carl-von-Linne-weg 10, 50829 Koein, NRW, frg 

Location/Qualifiers 

1. -6343 

/Organism-"Zea mays" 
/mol_type= h genomic UNA" 
/db_xra£»"taxon:4577" 
/clone^lib^'EtoBL/l/SauSA" 
/note="Gl0SSy2 locus; G12" 
riOinfl979. .2507, 3924. .5001) 
1979. .2607 
/number = 1 

join(2152. .2607,3924. .474S) 
/g©ne="orf " 

]}Oin(2152. .2607,3924. .4746) 

/gene-"orf n 

/codon_start=l 

/protein_icl- ,, CAA61256 , 1 " 

/d'0_xref="GI : 94 9930" 

/cb_xref ="uni Prot/TrEMBL : Q41809" 

/ 1 rar.s la t ion= " MVFEQtf EEEAVA PGAVHGHRLSTVVPSSVTGEVDYALADADIiAF 

KLKYLRGVYYYRSGDGLATKVLKDPMLPWLDD-iFPVAGRVRRAETEGDGAPRRPYIKC 

NDCSVRIVEARCDRDMAEWIRDAAPGRIRQLCYDKVLGPELFFSPLLYVQITNFKCGG 

LALSFSWAHLIGDIPSAATCFNKWAQILSGKftPEATViTPFNQPLQGQSFAAPRSVKO 

VG P I E DL W L VP AGROMAC Y S FHVS D AVLKKLfiQQQN GRQ D AAAGT F EL VS AL VWQAV A 

K I RGD V DT VT V V RA D AAGRS GK5 LANEMK VGYVES AGSS P A K T DLAELAALL AK53L V D 

ETAAVAAFQGDVLVYGGANLTLVDMEQVDLYGLEIKGQRPVHVEYGMDGVGDEGAVLV 

OPDADGRGRLVTAVLPGDEIDSLRAALGSALQVA" 

2608. .3923 

/<JCne="or£" 

/number-1 

3924. .5001 

/number=2 



Query Match 2 7.6%; 

Best Local Similarity 93.9%; 
Matches 247? conservative 



Score 227; DB 15; Length 6343; 
Prcd. No. 3.9e-52; 
0; Mismatches 15; Indels 1; 



Gaps 



l; 



Qy 

Db 

QY 
Db 

Qy 

Db 

Qy 

ob 
Qy 

Db 



1 CTGCACGGTACTCCAAGTATAAGACACAGCTAAAACACAACATAATGCAGTGGTCATGTC 60 
I 1 I I ! I I! I J I I J I I j I I j I M J I I I I I III I II M I J r Mill I I I I I I I I I I || 
J615 CTGCACGGTACTCCAAGTATAAGACACAACTAAAACACAATATAATACAGTGGTCATATC 3S74 

61 TAAAACATGTGTCTTACCATATTCATTGTATCAATCAGAACATTCAATAAATTAAAGTGA 120 
^7S llllllLllllll nninn] 1,1,11 1,1 NIMH I I || I Ml I I 

TAAAACat gtgtcttaccatatttattgtaccaatcagggcattcaataaattaaagtga 3734 
121 ccaatcagatagtctcctgtcccgaatatagagctaagacactgtgtcttcgtcaagata ISO 

™* lrlillllllll ]in MM n 1 111 nun 11 1 him [ 1 j 1 1 j m 1 1 [ 1 1 111 

373 5 CCAA1 C AG ATAGTCTC ATGTCTCGAAT AT AGAGCTAAGAC ACCGTGTCTT CGTCAAAATA 3794 
i 8 1 CAT GTCTTG AGATT TTTT AC ATTCACCCCCCT AG AC ACAC TCT AAGAC AC AACTT AAGAC 2 4 0 

J.JL JJL ■ ' ' 1 1 1 1 1 1 1 ■ ■ 1 ■ ■ 1 ■ 1 ■ 1 1 1 1 1 mn in 1 1 11 11 11 11 1 nun 11 m i 

37 95 CATGTCTTGAGATTTTTTACATTCACCCTCCT AG ACACACTCTAAGACACAACTT AAGAC 385 4 

241 A-CCCATTGTACATGCCCTAACT 262 
I I I I I I I J I I I I I j I I I I I I 
3855 ACCCCACGGTACATGCCCTAACT 3 677 
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